UniprotKB Entry name |organism full name |oglcnacscore oplcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular |cytosol \nucleus mitochndrion em:loplasmlc golgi [plasma extr"acellular
ID sites sites reticulum apparatus membrane [region
Q9VU68 WDR1_DROME |Drosophila  |Actin- 27.146871 NaN NaN 15952742 MAQPQPPAYENKNIYATLPRTQRGQ [None None None |[None None None None None None
melanogaster [interacting PIVLGADPKGKNFLYTNGNSVIIRNI
protein 1 ENPAIADVYTEHSCAVNVAKYSPSGF

'YIASGDASGKIRIWDTVNKEHLLKNE
FQPIAGPIKDISWSPDNQRIVAVGEG
RERFGHVFMSETGTSVGEISGQSKSI
NSADFRPARPFRIVTGSEDNTIAVFE
GPPFKFKMTKQDHSRFVQAVRYSPD
GKFFASAGFDGKVFLYDGTSSELVG
EFGSPAHKGGVYALAWKPDSTQLLT
CSGDKTCRLWTVESRELVSEFVMGT
TVDDQQVSCLWQGDNLITVSLSGVI
TYLNVADPSKPLRVVKGHNKPITVLG
LSDDRSTIYTGSHDGVVTNWNSGSG
TNDRITGTGHGNQINGIAAWGDFVY
TCGIDDSLRQFSVEGNSYTDYVVKL
NCQPRGLAILRNENIIALACIKELTLV
QDQKKIFSLPIKYEASSIAVNADTSD
\VAVGGDDQKLHIYTLKGGVLEPKVE
LDHLGAVTDVSYSPDLKYLVACDAH
RKVVLYSVEEYKPAHNKEWGFHSAR
IVNTVAWSPNSLLVASGSLDTTIIIWS
IVANPAKHTIIKNAHPQSQITRLVWLD

NNTVISTGQDCNTKVWHVENI




