UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion enl‘.loplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane region

QI9VWQ7 QI9VWQ7_DROME |Drosophila NaN (27.146871 NaN NaN 15952742 | MSDGIEVEQLVESKPRRMPLATSLE |None None None [None None None None None None
melanogaster KDSIREAYEDVRSDLTDTEWAVFKF

DGAQIIVHARGQCFEEFRQQFGDSE

RAFGYIRIQMGDEMSKRKKFIFLTWI
GQEVGVIQRAKMSTDKALIKDVLNN

FAVELQAGVEAELDIELFREALNRAG
GANYGTGIRDN




