UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
QI9VXH7 QI9VXH7_DROME |Drosophila NaN (25.496522 NaN NaN 33925313 |MHRTYVSHAIYAIWLVIFATAGIMAQ |None None None |None None None None None None

melanogaster

LDLDQIQTQLPDQLRKSNFSVNDAK
ELFRNKCIEVAGEEAGVEAYGEIESG
FMVLTECLNGIVNYTAMQQEIQEAS
PKGELDVVFNKYCSRRSNAVECVDA
FTAKLVPCLVQEEREGQDVIKQIIQS
LLNFVCHKDGDQIALFIAEKGPECIE
SQKDNIQQCVNSTFSEYLNVSDLQD
NRIRSMPKLTVGQKQCDEMLTLQA
CVVRKLEQCSDITPANLVESMFNFIR
NQTMCRDNQKSPLVAAAASGGSRV
FHQVWTHVGIFLLILRFALQKSS




