UniprotkB Entry name (organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol |nucleus mitochndrion em?oplasmlc golgi plasma extl“acellular
ID name sites sites reticulum apparatus membrane region
Q9Vvz23 RAN_DROME [Drosophila GTP- 27.146871 NaN NaN 15952742 MAQEGQDIPTFKCVLVGDGGTGKTT |None None None |None None None None None None
melanogaster binding FVKRHMTGEFEKKYVATLGVEVHPL
nuclear IFHTNRGAIRFNVWDTAGQEKFGGL
protein RDGYYIQGQCAVIMFDVTSRVTYKN
Ran VPNWHRDLVRVCENIPIVLCGNKVD

IKDRKVKAKSIVFHRKKNLQYYDISA
KSNYNFEKPFLWLARKLVGDPNLEF
VAMPALLPPEVKMDKDWQAQIERD
LQEAQATALPDEDEEL




