
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9W1J0 Q9W1J0_DROME Drosophila
melanogaster

Transporter 25.496522 NaN NaN 33925313 MGQSSKSGSAGVGGVGGGGGVVCP
STAISGCASGTALIQLDATGPGAGGA
GESEHERGTWTGRFDFLLSLLGYSV
GLGNVWRFPYLCYNNGGGAFLIPFT
IMLVIAGLPLMFMELSFGQYAALGP
VAVYRRFCPLFRGLGTGMILVSAIVM
LYYNLIIAWTIFYMFASFAPVLPWQN
CEPAWSTKYCFSYAQADQCEATNGT
YYLRTCHNATSAAENNITTLALGALK
RPPAEEYFNNFVLGLSKGIEETGSIK
LSLAACLFLAWTIVFLCLCKGVQSSG
KVVYFTALFPYVVLVILFVRGVTLPGA
STGILFYLTPDWKQLANAQVWGDAA
VQIFFALSPAWGGLITLSSYNKFSNN
CYKDSLIVAFCNIATSFFAGLVIFSIIG
FLAHELNVDVEKVVDQGAGLAFIVY
PEVVTRLPVSPVWAVLFFVMLLTLG
LDSQFALMETVTTAILDRFPNLRQYK
IWVVLSVAIFGYIGGLGFTTNSGMY
WLQLMDKYAANWSVLLIAISECILIA
WIYGSQRFLNDIQGMIGKRSWFWN
FFWGIMWRYITPATLLFILFFNWVEY
KPAKYGHYVYPMWADAVGWIVGLLP
VLVIFLVAFQEIWRAPMSLSFRDRIK
HLLQPTAEWGPAGRPCVNLHAERY
QSQNYDGVTNTKILIEEEASPKQAAN
KKDRQLTLDVDVDVECLPLATVGKR
PGAPKSMGKQGSSGNLQTNAKNGT
HKSPTTEISPSKQPLIPSEKDNKSANI
KVLAAGTQSSGRECTTMSTFAGGGE
KKSTKVNLATGATSAAAPLASSNIAT
AATVAAATKSPPAAGVAPTTLVGIAA
TGTTVAAAANGKATLKTTISSGAVAA
TAAGGNKAASVAAATATVAAGKTPA
AAMALNVAASVKVSQTDKTAPLKTTI
SASVATAPGGTKASTAPSVATAAVVS
VSSGATVPAAASKAAAPLKATAPPPS
LAAVNATQAAKSTPVAAASALVASAP
PAKSTSASVAKTNTNAGSKPTATLST
CKSDAPAAAASVGVTNGKVTPSGGA
TSTAQPAVNQKATAAAAAQKSQGAT
ATATPTKTALNQKTIVPSAGSGKGDV
PSSRSTDTPPPAKGAASSNISAKSTK
AGKTQANETSPTKSAVKPIKAGSTSP
TKAVVSKPGASAAKTAAASAATATAT
AAGSSSSNKKAATSTAATLGSQAKT
KGNASGAGTKK

None None None None None None None None None


