UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em‘.loplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane [region

QI9W3L4 Q9W3L4 DROME [Drosophila NaN [25.496522 NaN NaN 33925313 [MFSINAVILGILVTSVMAQDARGTCE [None None None [None None None None None None
melanogaster LSIGSPAPVVISNFGSQRLLFDSVRK

LERENYQTIDLFCASGFSIDYYNYYN
NQISTTIKATKLTMTCDPIHRFTYKD
GIKDVISVRCLEVGPQLFESMNKLP
NCTGMTLVVGRKFDGIGLIKYSALCY
DLAAFQLKYIGYTTNFNNIQIFPETQ
LGQLNDIGLDTPISYQKNLFETISKS
ELDAYLAKEKQLFTEDTFQVGSLVQ
DEMVSRHLVVYEDLLTTVWLEVLRS
GNWKHWTKAMRDAIGVHFDIRLGV
SGTVKLPTFAGQSCNGSRSLNIELIG
GKFLPIPAHIWAHVHAVEKSGTGQD
EFVIIGHNSPFYRSDLSNLCPSMCN
QVSWLRNTLFSRLHEFPAFGMVQC
CRVEDVAHKLDNFPGPFENENMNV
SRTTEATTI




