UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane region

Q9W5B4 Q9W5B4_DROME |Drosophila NaN [25.496522 NaN NaN 33925313  MSSWSLCPLLLAFAVHAVLGSVDLA |None None None |[None None None None None None
melanogaster

GSLDPSLLENVDVDQLRSNYLPQGL
QNTNVTLADFQKWLQSKCEKANDH
LPKGSVNASALSKSIEDAGIHLAECL
SGLANMTEIQAEIEEASPKGDLDVVF
EKYCLRLPQAKTCLKNFNDAILPCLT
TDEKTHNAVLQRIADKLLEFICYKNG
DQIALFIAEEGPECLQQSREGIANCL
NSSFAGYLPKSISPEWDLPQLVLGPK
QCVDLYAFETCTVSLLEKCDTITPSN
IVESMFRYVRKESSCQPHIDRVKLQ
HRRALPLTSGSQSGSSVSLHLTWTS
IASLLMATFLARLA




