}11;1 iprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extr'acellular
name sites sites reticulum apparatus membrane [region
QIW792 QI9W792_DANRE [Danio T- 26.412228 NaN NaN 40044042 MIDSPLSVLGQRTTGESVRSQNVMA [NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio complex IAASIANIVKSSLGPVGLDKMLVDDIG
protein DVTITNDGATILKLLEVEHPAAKVLC
1 ELAELQDKEVGDGTTSVVIIAAELLK
subunit SADELVKQKIHPTSIISGYRLACKEAV
alpha RYINENLTIGTDDLGRECLLNAAKTS

MSSKIIGVDAEFFANMVVDAAVAVK
FVDGKGVARYPINSVNVLKAHGRSQ
KESFLVNGYALNCTVGSQGMVKRV
IANAKIACLDFSLQKTKMKLGVQVVI
NDPEKLDQIRQRESDITKERVQKILA
SGANVVLTTGGIDDMCLKYFVDVGA
MAVRRVLKKDLKRIAKATGATVCSS
LSNLEGEETFEPSMLGQAEEVVQER
IVCDDELILIKNTKARTSASIILRGAND
FMCDEMERSLHDALCVVKRVLESK
SVVPGGGAVEAALSIYLENYATSMGS
REQLAIAEFARSLLVIPKTLAVNAAQ
DSTDLVAKLRAFHNEAQVNPDRKN
LKWIGLDLVNGKPRDNKQAGVYEPT
MVKTKSLKFATEAAITILRIDDLIKLF

PDQKEGGPSYQDAVQSGSLEG




