Pol protein

PMGPLQPGLPSLAMIPKDWPLIIIDL
KDCFFTIPLAEQDCEKFAFTIPAINN
KEPATRFQWKVLPQGMLNSPTICQT
FVGRALQPVREKFSDCYIIHYIDDILC
IAAEMKDKLIDCYTFLQAEVANAGLAI
IASDKIQTSTPFHYLEMQIENRKIKPP
KIEIRKDTLKTLNDFQKLLGDINWIR
PTLGIPTYAMSNLFSILRGDSDLNSK
RMLTPEATKEIKLVEEKIQSAQINRI
DPLAPLQLLIFATAHSPTGIIIQNTDL
VEWSFLPHSTVKTFTLYLDQMATLI
GQTRLRIIKLCGNDPDKIVVPLTKEQ
IVRQAFINSGAWQIGLANFVGIIDNHY
PKTKIFQFLKMTTWILPKITRREPLE
NALTVFTDGSSNGKAAYTGPKERVIK
TQYQSAQRAELVAVITVLQDFDQPIN
IISDSAYVVQATRDVETALIKYSMDD
QLNQLFNLLQQTVRKRNFPFYITHIR
IAHTNLPGPLTKANEQADLLVSSALIK
IAQELHALTHVNVAGLKNKFDVTWK
QAKDIVQHCTQCQVLHLPTQEAGVN
PRGLCPNALWQMDVTHVSSFGRLS
IYIHVTVDTYSHFIWATCQTGESTSHV
KKHLLSCFAVMGVPEKIKTDNGPGY
CSKAFQKFLSQWKISHTTGIPYNSQ
GQAIVERTNRTLKTQLVKQKEGGDS
KECTTPQMQLNLALYTLNFLNIYRN
QTTTSAEQHLTGKKNSPHEGKLIW
WKDNKNKTWEIGKVITWGRGFACV
SPGENQLPVWIPTRHLKFYNEPIGD
IAKKSTSAETETPQSSTVDSQDEQNG
DVRRTDEVAIHQESRAADLGTTKEA
DAVSYKISREHKGDTNPREYAACGL

DDCINGGKSPYACRSSCS

}J];l iprotkB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion enc‘loplasmlc golgi [plasma extl:acellular
sites sites reticulum apparatus membrane [region
QI9WJRS POK19 HUMAN [Homo Endogenous [26.250033 T896 NaN 30620550 NKSKKRRNRVSFLGAATVEPPKPIPL |[None None None |None None None None None None
sapiens retrovirus TWKTEKPVWVNQWPLPKQKLEALH
group K LLANEQLEKGHIEPSFSPWNSPVFVI
member 19 QKKSGKWRMLTDLRAVNAVNAVIQ




