UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus jmitochndrion ent!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q9WTL7 LYPA2 MOUSE Mus Acyl-protein |25.775171 NaN S82 34678516 MCGNTMSVPLLTDAATVSGAERETA |False True 3.419 |(3.218 1.557 1.28 5.0 1.533 1.496

musculus

thioesterase

AVIFLHGLGDTGHSWADALSTIRLP
HVKYICPHAPRIPVTLNMKMVMPS
'WFDLMGLSPDAPEDEAGIKKAAENI
KALIEHEMKNGIPANRIVLGGFSQG
GALSLYTALTCPHPLAGIVALSCWLP
LHRNFPQAANGSAKDLAILQCHGEL
DPMVPVRFGALTAEKLRTVVTPARV
QFKTYPGVMHSSCPQEMAAVKEFL
EKLLPPV




