'YNYCTSVHQSNQARGAGVPPSKSKK
GQTPGGAQFVGLELYKRLKEFLKNY
LTNLLKDGEDLMDESVLKFYTQQW
EDYRFSSKVLNGICAYLNRHWVRRE
CDEGRKGIYEIYSLALVTWRDCLFRP
LNKQVTNAVLKLIEKERNGETINTRL
ISGVVQSYVELGLNEDDAFAKGPTLT
IVYKESFESQFLADTERFYTRESTEFL
QQNPVTEYMKKAEARLLEEQRRVQ
IVYLHESTQDELARKCEQVLIEKHLEI
FHTEFQNLLDADKNEDLGRMYNLV
SRIQDGLGELKKLLETHIHNQGLAAI
EKCGEAALNDPKMYVQTVLDVHKK
'YNALVMSAFNNDAGFVAALDKACG
RFINNNAVTKMAQSSSKSPELLARY
CDSLLKKSSKNPEEAELEDTLNQVM
IVVFKYIEDKDVFQKFYAKMLAKRLV
HQNSASDDAEASMISKLKQACGFEY
TSKLQRMFQDIGVSKDLNEQFKKHL
TNSEPLDLDFSIQVLSSGSWPFQQS
CTFALPSELERSYQRFTAFYASRHSG
RKLTWLYQLSKGELVTNCFKNRYTL
QASTFQMAILLQYNTEDAYTVQQLT
DSTQIKMDILAQVLQILLKSKLLVLE
DENANVDEVELKPDTLIKLYLGYKN
KKLRVNINVPMKTEQKQEQETTHK
NIEEDRKLLIQAAIVRIMKMRKVLKH
QQLLGEVLTQLSSRFKPRVPVIKKCI

DILIEKEYLERVDGEKDTYSYLA

UniprotkB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane [region

QIWTX6 |CUL1_MOUSE |Mus Cullin- [24.048659 NaN NaN 33300544;37507081 MSSNRSQNPHGLKQIGLDQIWDDL (True True 3.636 [4.683 |2.135 2.087 1.727 4.425 1.938
musculus |1 RAGIQQVYTRQSMAKSRYMELYTHV




