UniprotkB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane region

QI9WTZ0  [UXT MOUSE Mus Protein [24.992371 S114;S115|NaN 36852467 MATPPKRRALDTVGEKVLRYETFISD True False 2.792 |4.317 1.207 0.983 0.537 0.93 0.951
musculus (UXT IVLQRDLQKVLDHRDKVYEQLSVYLQ

LRNVIERLQETNHSELYMQVDLGCN
FFVDTVVPDTSRIYVALGYGFFLELT
LAEALKFIDRKSSLLTELSDSLTKDS
MNIKAHIHMMLEGLRELQGLQNFP
EPSPH




