
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9WU60 ATRN_MOUSE Mus
musculus

Attractin 38.885846 S915 NaN 33300544;35822049;40885482 MVAVAAAAATEARLRGSTTATAAPA
GRKGRQHRPCTATGAWRPGPRARL
CLPRVLSRALPPPPLLPLLFSLLLLPL
PREAEAAAVAAAVSGSAAAEAKECD
RPCVNGGRCNPGTGQCVCPTGWVG
EQCQHCGGRFRLTGSSGFVTDGPG
NYKYKTKCTWLIEGQPNRIMRLRFN
HFATECSWDHLYVYDGDSIYAPLIAA
FSGLIVPERDGNETAPEVTVTSGYAL
LHFFSDAAYNLTGFNITYNFDMCPN
NCSGRGECKSSNSSSAVECECSEN
WKGESCDIPHCTDNCGFPHRGICNA
SDTRGCSCFPHWQGPGCSIPVPANQ
SFWTREEYSDLKLPRASHKAVVNGN
IMWVVGGYMFNHSDYSMVLAYDLT
SREWLPLNHSVNSVVVRYGHSLAL
HKDKIYMYGGKIDSTGNVTNELRVF
HIHNESWVLLTPKAKDQYAVVGHSA
HIVTLASGRVVMLVIFGHCPLYGYIS
VVQEYDLEKNTWSILHTQGALVQGG
YGHSSVYDDRTKALYVHGGYKAFSA
NKYRLADDLYRYDVDTQMWTILKDS
RFFRYLHTAVIVSGTMLVFGGNTHN
DTSMSHGAKCFSSDFMAYDIACDR
WSVLPRPELHHDVNRFGHSAVLYN
STMYVFGGFNSLLLSDVLVFTSEQC
DAHRSEAACVAAGPGIRCLWDTQSS
RCTSWELATEEQAEKLKSECFSKRT
LDHDRCDQHTDCYSCTANTNDCH
WCNDHCVPVNHSCTEGQISIAKYES
CPKDNPMYYCNKKTSCRSCALDQN
CQWEPRNQECIALPENICGNGWHL
VGNSCLKITTAKENYDNAKLSCRNH
NAFLASLTSQKKVEFVLKQLRLMQS
SQSMSKLTLTPWVGLRKINVSYWC
WEDMSPFTNSLLQWMPSEPSDAGF
CGILSEPSTRGLKAATCINPLNGSVC
ERPANHSAKQCRTPCALRTACGECT
SSSSECMWCSNMKQCVDSNAYVAS
FPFGQCMEWYTMSSCPPENCSGYC
TCSHCLEQPGCGWCTDPSNTGKGK
CIEGSYKGPVKMPSQASAGNVYPQP
LLNSSMCLEDSRYNWSFIHCPACQC
NGHSKCINQSICEKCEDLTTGKHCE
TCISGFYGDPTNGGKCQPCKCNGHA
SLCNTNTGKCFCTTKGVKGDECQLC
EVENRYQGNPLKGTCYYTLLIDYQFT
FSLSQEDDRYYTAINFVATPDEQNR
DLDMFINASKNFNLNITWATSFPAG
TQTGEEVPVVSKTNIKEYKDSFSNEK
FDFRNHPNITFFVYVSNFTWPIKIQI
AFSQHSNFMDLVQFFVTFFSCFLSL
LLVAAVVWKIKQSCWASRRREQLLR
EMQQMASRPFASVNVALETDEEPP
DLIGGSIKTVPKPIALEPCFGNKAAVL
SVFVRLPRGLGGIPPPGQSGLAVASA
LVDISQQMPIVYKEKSGAVRNRKQQ
PPAQPGTCI

False False 1.115 1.423 1.29 1.385 1.153 4.38 2.935


