}Jl;l iprotKB Entry name |organism [full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasma
sites sites reticulum |apparatus membrane
Q9WU78 |[PDC6I_MOUSE Mus Programmed [41.347463 NaN T479;S481;S730;T741 |28135057;37507081;28528544;374 |MASFIWVQLKKTSEVDLAKPLVKFIQ [True True 5.0 1.641 |False False False False
musculus |[cell death 6- 53647;40684658;29125738;251536 [QTYPSGGEEQAQYCRAAEELSKLRR
interacting 42;33300544;39627609;39927985;2 |SALGRPLDKHEGALETLLRYYDQICS
protein 2645316 IEPKFPFSENQICLTFTWKDAFDKGS

LFGGSVKLALASLGYEKSCVLENCA
IALASQIAAEQNLDNDEGLKTAAKQY
QFASGAFLHIKDTVLSALSREPTVDI
SPDTVGTLSLIMLAQAQEVFFLKATR
DKMKDAIIAKLANQAADYFGDAFKQ
CQYKDTLPKEVFPTLAAKQCIMQAN
IAEYHQSILAKQQKKFGEEIARLQHA
IAELIKNVASRYDEYVNVKDFSDKINR
IALTAAKKDNDFIYHDRVPDLKDLDPI
GKATLVKPTPVNVPVSQKFTDLFEK
MVPVSVQQSLAVFSQRKADLVNRSI
IAQMREATTLANGVLASLNLPAAIED
VSGDTVPQSILTKSTSVVEQGGIQTV
DQLIKELPELLQRNREILEESLRLLD
EEEATDNDLRAKFKDRWQRTPSND
LYKPLRAEGAKFRAVLDKAVQADGQ
IVKERYQSHRDTIALLCKPEPELNAAI
PSANPAKTMQGSEVVSVLKSLLSNL
DEIKKERESLENDLKSVNFDMTSKF
LTALAQDGVINEEALSVTELDRIYGG
LTSKVQESLKKQEGLLKNIQVSHQE
FSKMKQSNNEANLREEVLKNLATA
YDNFVELVANLKEGTKFYNELTEILV
RFQNKCSDIVFARKTERDELLKDLQ
QSIAREPSAPSIPPPAYQSSPAAGHA
IAAPPTPAPRTMPPAKPQPPARPPPPV
LPANRVPPASAAAAPAGVGTASAAPP
QTPGSAPPPQAQGPPYPTYPGYPGYC
QMPMPMGYNPYAYGQYNMPYPPVY
HQSPGQAPYPGPQQPTYPFPQPPQQ
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