UniprotKB Entry name |organism [full name oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular lextracellular |cytosol nucleus mitochndrion em?oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
QI9WUA2 SYFB_MOUSE Mus Phenylalanine- [23.627151 NaN NaN 37453647 MPTVSVKRDLLFQALGRTYTDEEFD |None None None [None None None None None None

musculus

-tRNA ligase
beta subunit

ELCFEFGLELDEITSEKQIISKEQGH
GKAQGASDVVLYKIDVPANRYDLLC
LEGLARGLQVFKERIKAPVYKRVMP
KGDIQKLVITEETAKVRPFAVAAVLR
NIKFTKDRYDSFIELQEKLHQNICRK
RALVAIGTHDLDTLSGPFTYTAKRPS
DIKFKPLNKTKEYTACELMNIYKTDN
HLKHYLHIIESKPLYPVIYDSNGVVLS
MPPIINGNHSKITVNTRNIFIECTGT
DFTKAKIVLDIIVTMFSEHCENQFTV
EAVEVVSPNGKSSTFPELPYRKEMV
RADLINKKVGIRETPANLAKLLTRMC
LKSEVIGDGNQIEVEIPPTRADVIHA
CDIVEDAAIAYGYNNIQMTLPKTYTIA
NQFPLNKLTELLRLDMAAAGFTEAL
TFALCSQEDIADKLGLDISATKAVHIS
NPKTAEFQVARTTLLPGLLKTIAANR
KMPLPLKLFEISDVVVKDSGKDVGA
KNYRHLCAVYYNKTPGFEIIHGLLDR
IMQLLDVPPGEESGGYMIKASAGSA
FFPGRCAEIFVGGQSIGKLGVLHPDV
ITKFELTMPCSSLEINIEPFL




