UniprotKB Entry name organism [full name loglcnacscore oglcnac P.OST ylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi pli
ID sites sites reticulum apparatus me
Q9WUA3  [PFKAP_MOUSE Mus IATP-dependent 6- 31.596128 S474 S2;S6;S20;S141;T650(29187734;34418053;33300544;396 |MSDLDSSSSSAYPKYLEHLSGDGKAI [True False 5.0 2.842  [2.418 1.513 0.708 1.€

musculus

phosphofructokinase,
platelet type

27609

GVLTSGGDAQGMNAAVRAVVRMGI
[YTGAKVYFIYEGYQGLVDGGSNIVEA
KWDCVSSILQVGGTIIGSARCKAFRS
REGRLKAACNLARLGITNLCVIGGD
GSLTGANLFRKEWSGLLEELARNGD
IDNDTVQKYSYLNVVGMVGSIDNDF
CGTDMTIGTDSALHRIIEVVDAIMTT
AQSHQRTFVLEVMGRHCGYLALVSA
LTCGADWVFLPESPPEEDWEENMC
LKLSENRARKKRLNIIIVSEGAIDMQ
NKPITSEKIKELVVKNLGFDTRVTILG
HVQRGGTPSAFDRILASRMGVEAVI
IALLEATPETPACVVSLRGNQAVRLPL
MECVQMTQDVQKAMDERRFKEAV
KLRGRRFEGNLNTYKRLAIKLPDEKI
VKSNCNVAVINVGAPAAGMNAAVR
SAVRVGIADGHKMFAIYDGFEGFAN
GQIKEIGWADVGGWTGQGGSILGTK
RTLPGKYLEKIAEQMHSHSINALLII
GGFEAYLGLLELAAAREKHEAFCVP
MVMVPATVSNNVPGSDFSIGADTAL
NTITDTCDRIKQSASGTKRRVFIIET
MGGYCGYLANMGALAAGADAAYIFE
EPFDIGDLQSNVVHLTEKMKTSIQR
GLVLRNESCSVNYTTDFIYQLYSEEG
KGVFDCRKNVLGHMQQGGAPSPFD
RNFGTKISAKAMEWISAKLKGSQGT
GKKFVSDDSICVLGICKRDLLFQPVA
ELKKVTDFEHRIPKEQWWLKLRPIM
KILAKYEASYDMSDSGKLESLQHHE
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