UniprotKB Entry name |organism full oglcnacscore o'glcnac phosphorylation sites [PMIDS sequence intracellular extracellular cytosol nucleus jmitochndrion enc!oplasmlc golgi plasma extl:acellular
ID name sites reticulum apparatus membrane [region
Q9WUD1 |CHIP_ MOUSE Mus E3 32.878673 NaN S20;S24;S26;5S150;S274 [28528544;22645316 MKGKEEKEGGARLGTGGGGSPDKS [True False 4.211 [4.724 |4.507 3.426 1.801 2.423 2.419
musculus [ubiquitin- PSAQELKEQGNRLFVGRKYPEAAAC
protein YGRAITRNPLVAVYYTNRALCYLKM
ligase QQPEQALADCRRALELDGQSVKAHF
CHIP FLGQCQLEMESYDEAIANLQRAYSL

IAKEQRLNFGDDIPSALRIAKKKRWN
SIEERRIHQESELHSYLTRLIAAERER
ELEECQRNHEGHEDDGHIRAQQACI
EAKHDKYMADMDELFSQVDEKRKK
RDIPDYLCGKISFELMREPCITPSGIT
'YDRKDIEEHLQRVGHFDPVTRSPLT
QEQLIPNLAMKEVIDAFISENGWVE
DY




