UniprotKB Entry name lorganism full oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma

ID name sites reticulum apparatus membran(

QI9WUM3 |COR1B_MOUSE Mus Coronin-|52.340687 S413;S415;S421 |S2 22645316;22517741;40885482;368 |[MSFRKVVRQSKFRHVFGQPVKNDQ (False False 3.634 [1.249 |0.834 0.691 1.093 2.915
musculus (1B 52467;36288343 CYEDIRVSRVITWDSTFCAVNPKFLA

IVIVEASGGGAFMVLPLNKTGRIDKAY
PTVCGHTGPVLDIDWCPHNDEVIAS
GSEDCTVMVWQIPENGLTSPLTEPV
IVVLEGHTKRVGIITWHPTARNVLLSA
GCDNVVLIWNVGTAEELYRLDSLHP
DLIYNVSWNHNGSLFCSACKDKSVR
I[IDPRRGTLVAEREKAHEGARPMRAI
FLADGKVFTTGFSRMSERQLALWDP
ENLEEPMALQELDSSNGALLPFYDP
DTSVVYVCGKGDSSIRYFEITDEPPYI
HFLNTFTSKEPQRGMGSMPKRGLE
IVSKCEIARFYKLHERKCEPIVMTVPR
KSDLFQDDLYPDTAGPEAALEAEDW
IVSGQDANPILISLREAYVPSKQRDLK
IVSRRNVLSDSRPASYSRSGASTATAV
TDVPSGNLAGAGEAGKLEEVMQEL
RALRMLVKEQGERISRLEEQLGRME
NGDT




