
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9WUM5 SUCA_MOUSE Mus
musculus

Succinate--
CoA	ligase
[ADP/GDP-
forming]
subunit
alpha,
mitochondrial

29.036547 NaN NaN 37507081;37453647;33300544;362
88343;39927985

MTATVVAAAATATMVSSSSGLAAAR
LLSRTFLLQQNGIRHGSYTASRKHIY
IDKNTKIICQGFTGKQGTFHSQQALE
YGTKLVGGTTPGKGGQKHLGLPVFN
TVKEAKEKTGATASVIYVPPPFAAAAI
NEAIDAEIPLVVCITEGIPQQDMVRV
KHRLTRQGTTRLIGPNCPGVINPGE
CKIGIMPGHIHKKGRIGIVSRSGTLTY
EAVHQTTQVGLGQSLCIGIGGDPFN
GTDFIDCLEVFLNDPATEGIILIGEIG
GHAEENAAAFLKEHNSGPKAKPVVS
FIAGITAPPGRRMGHAGAIIAGGKGG
AKEKISALQSAGVVVSMSPAQLGTTI
YKEFEKRKML

True False False False 4.573 False False False False


