UniprotKB

Entry name organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi [plasma extr.acellul
ID sites sites reticulum |apparatus| membrane [region
Q9WUZ9 |[ENTP5 _MOUSE Mus Ectonucleoside 37.624783 NaN NaN 40997131;37453647 MATSWGAVFMLIIACVGSTVFYREQ |False True 1.446 |1.429 |1.579 5.0 1.34 2.886 2.879

musculus

triphosphate
diphosphohydrolase
5

QTWFEGVFLSSMCPINVSAGTFYGI
MFDAGSTGTRIHVYTFVQKTAGQLP
FLEGEIFDSVKPGLSAFVDQPKQGAE
TVQELLEVAKDSIPRSHWERTPVVL
KATAGLRLLPEQKAQALLLEVEEIFK
NSPFLVPDGSVSIMDGSYEGILAWV
TVNFLTGQLHGRGQETVGTLDLGGA
STQITFLPQFEKTLEQTPRGYLTSFE
MFNSTFKLYTHSYLGFGLKAARLAT
LGALEAKGTDGHTFRSACLPRWLEA
EWIFGGVKYQYGGNQEGEMGFEPC
YAEVLRVVQGKLHQPEEVRGSAFYA
FSYYYDRAADTHLIDYEKGGVLKVED
FERKAREVCDNLGSFSSGSPFLCMD
LTYITALLKDGFGFADGTLLQLTKKV
NNIETGWALGATFHLLQSLGITS




