}Jl;l iprotKB Entry name |organism full name |oglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma extr_acellu]
sites reticulum apparatus membrane [region
Q9WV02  |[RBMX MOUSE Mus RNA- 24.474581 NaN S88;591;S165;5174;5261;S328;S32 (33300544 MVEADRPGKLFIGGLNTETNEKALE (True False 2.615 (5.0 1.567 1.126 0.504 1.24 1.495
musculus |binding 9;S330;S332;S352 IAVFGKYGRIVEVLLMKDRETNKSRG
motif FAFVTFESPADAKDAARDMNGKSLD
protein, X GKAIKVEQATKPSFESGRRGLPPPPR
chromosome

SRGPPRGLRGGRGGSGGTRGPPSRG
GHMDDGGYSMNFTMSSSRGPLPVK
RGPPPRSGGPPPKRSAPSGPVRSSSG
LGGRAPVSRGRDGYGGPPRREPLPS
RRDVYLSPRDDGYSTKDSYSSREYPS
SRDTRDYAPPPRDYTYRDYGHSSSR
DDYPSRGYSDRDGYGRDRDYSDHPS
GGSYRDSYESYGNSRSAPPTRGPPPS
YGGSSRYDDYSSSRDGYGGSRDSYS
SSRSDLYSSGRDRVGRQERGLPPSM
ERGYPPPRDSYSSSSRGAPRGGGRG
GSRSDRGGGRSRY




