UniprotKB Entry name |organism [full name [oglcnacscore oglcnac  phosphorylation |y, 1y, sequence intracellular [extracellular [cytosol [nucleus jmitochndrion | .. | golgi plasma jextrac

D sites sites reticulum  |apparatus membrane [region

QI9WV54 IASAH1 MOUSE |Mus IAcid 51.821782 S254;T259 [NaN 140885482;29187734;26192747 MRGQSLLTWVLAAAVTCAQAQDVP [True True 2.034 5.0 2.474 2.45 2.091 2.231 4.579
musculus |ceramidase PWTEDCRKSTYPPSGPTYRGPVPWH

TINLDLPPYKRWHELLAQKAPALRIL
VNSITSLVNTFVPSGKLMKMVDQKL
PGMIGSLPDPFGEEMRGIADVTGIPL
GEIISFNIFYELFTMCTSIITEDEKGH
LLHGRNMDFGIFLGWNINNNTWVV
TEELKPLTVNLDFQRNNKTVFKATS
FVGYVGMLTGFKPGLFSLSLNERFSI
NGGYLGILEWMFGRKDAQWVGFIT
RSVLENTTSYEEAKNTLTKTKIMAPV
YFILGGKKSGEGCVITRERKESLDVY
ELDPKHGRWYVVQTNYDRWKNTLF
IDDRRTPAKKCLNHTTQKNLSFATIY
DVLSTKPVLNKLTVFTTLMDVTKGQ
FESHLRDCPDPCIGW




