UniprotKB [Entry organism full oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em%oplasmu: golgi extl.'acellular
ID name name sites reticulum |apparatus membrane region
QIWV63 KIF2A_RAT |Rattus Kinesin-(23.439218 NaN S75;T96;5S99;S134;S139;S572 (38843836 MATANFGKIQIGIYVEIKRSDGRIHQ |False False 3.269 [1.261 1.137 0.677 0.878 1.247 0.949
norvegicus |like AMVTSLNEDNESVTVEWIENGDTK
protein GKEIDLESIFSLNPDLVPDEDIEPSPE
KIF2A IPPPSSSSKVNKIVKNRRTVASIKND

PPPRDNRVVGSARARPSQLPEQSSS
AQQNGSVSDISPVQAAKKEFGPPSR
RKSNCVKEVEKLQEKREKRRLQQQ
ELREKRAQDVDATNPNYEIMCMIRD
FRGSLDYRPLTTADPIDEHRICVCVR
KRPLNKKETQMKDLDVITIPSKDVV
MVHEPKQKVDLTRYLENQTFRFDYA
FDDSAPNEMVYRFTARPLVETIFER
GMATCFAYGQTGSGKTHTMGGDCS
GKNQDCSKGIYALAARDVFLMLKKP
NYKKLELQVYATFFEIYSGKVFDLLN
RKTKLRVLEDGKQQVQVVGLQEREV
KCVEDVLKLIDIGNSCRTSGQTSANA
HSSRSHAVFQIILRRKGKLHGKFSLI
DLAGNERGADTSSADRQTRLEGAEI
NKSLLALKECIRALGRNKPHTPFRAS
KLTQVLRDSFIGENSRTCMIATISPG
MASCENTLNTLRYANRVKELTVDPT
AAGDVRPIMHHPPSQIDDLETQWGV
GSSPQRDDLKLLCEQNEEEVSPQLF
TFHEAVSQMVEMEEQVVEDHRAVF
QESIRWIEDEKALLEMTEEVDYDVD
SYATQLEAILEQKIDILTELRDKVKSF
RAALQEEEQASKQINPKRPRAL




