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D Entry name |organism name oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion ;
Q9WV92  [E41L3_MOUSE [Mus Band [54.92973 S468;5470;T580;T584;S655;T657;S |S96;5428;5451;S486;T495;T518;S5 |22517741;22645316;33300544;408 MTTESGSDSESKPDQEAEPQEAAGP [True False 4.626 (2.241 1.748
musculus |4.1- 797;T798;T822;T824;S847;T852;T8 |43;T545;S547;T725;5802;S804;T92 |85482;34887587;40684658;358220 |QGQAGAQPGPEPAGGNGSLNGEKQ
like 55;T856 3;5543;S543;5451;5525;5451 49;40021952;28528544;34678516 |QPALEQFPEAAAHSTPVKREIGDKD
protein RDFAAAAAKQLEYQQFEDDKLSQRS
3 SSSKLSRSPLKIVKRPKSMQCKVTLL

DGSEYGCDVDKRSRGQVLFDKVCE
HLNLLEKDYFGLTYRDAENQKNWL
DPAKEIKKQIRSGAWHFSFNVKFYPP
DPAQLSEDITRYYLCLQLRDDIVSGR
LPCSFVTLALLGSYTVQSELGDYDPD
ECGNDYISEFRFAPNHTKELEDKVIE
LHKSHRGMTPAEAEMHFLENAKKL
SMYGVDLHHAKDSEGVEIMLGVCA
SGLLIYRDRLRINRFAWPKVLKISYK
RNNFYIKIRPGEFEQFESTIGFKLPN
HRAAKRLWKVCVEHHTFFRLLLPEA
PPKKFLTLGSKFRYSGRTQAQTRRAS
IALIDRPAPYFERSSSKRYTMSRSLDG
IASVSENHEIYMKDSVSAAEVGTGQY
IATTKGISQTNLITTVTPEKKAEEERV
EEEDRRKKAEEATPVTALRHEGKTD
SERTDTAADGETSATESDQEEDAEIK
IAQDLDKTQDELMKHQTNISELKRTF
LETSTETALTNEWEKRLSTSPVRLAA
RQEDAPMIEPLVPEETKQSSGEKLM
DGSEILSLLESARKPTEFIGGVSSTTQ
SWVQKLETKTEPVEAEVESTPHPQP
LSTEKVLQETILVEERHVMSVHASG
DASHTARDEVDAAESTPTDRRHTGK
GKEGSSVTEAAKEQRGEEVDQSAPE
QEQPATVSHEEEQASTIRTSEGLEQ
KSHFESSTVRVESTSVGSISPGGAKL
EISTKEVPVVHTETKTITYESSQVDP
GADLEPGVLMSAQTITSETTSTTTTT
HITKTVKGGISETRIEKRIVITGDADI
DHDQALAQAIKEAKEQHPDMSVTKV
IVVHKETEITPEDGED




