UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular |cytosol |nucleus mitochndrion enc'loplasmlc golgi plasma extl:acellular
ID name name sites sites reticulum apparatus membrane region
QIWVC1 SLIT2 RAT [Rattus Slit 23.439218 NaN NaN 38843836 |MSGIGWQTLSLSLALVLSILNKVAPH |False False 2.635 [2.36 1.489 1.21 0.973 3.629 4.398
norvegicus homolog ACPAQCSCSGSTVDCHGLALRIVPR
2 NIPRNTERLDLNGNNITRITKTDFAG
protein LRHLRILQLMENKISTIERGAFHDLK

ELERLRLNRNNLQLFPELLFLGTAK
LYRLDLSENQIQAIPRKAFRGAVDIK
NLQLDYNQISCIEDGAFRALRDLEVL
TLNNNNITRLSVASFNHMPKLRTFR
LHSNNLYCDCHLAWLSDWLRQRPR
VGLYTQCMGPSHLRGHNVAEVQKR
EFVCSDEEEGHQSFMAPSCSVLHCP
IACTCSNNIVDCRGKGLTEIPTNLPE
TITEIRLEQNSIRVIPPGAFSPYKKLR
RLDLSNNQISELAPDAFQGLRSLNS
LVLYGNKITELPKSLFEGLFSLQLLL
LNANKINCLRVDAFQDLHNLNLLSL
YDNKLQTVAKGTFSALRAIQTMHLA
QNPFICDCHLKWLADYLHTNPIETS
GARCTSPRRLANKRIGQIKSKKFRCS
GTEDYRSKLSGDCFADLACPEKCRC
EGTTVDCSNQKLNKIPDHIPQYTAEL
RLNNNEFTVLEATGIFKKLPQLRKIN
LSNNKITDIEEGAFEGASGVNEILLT
SNRLENVQHKMFKGLESLKTLMLR
SNRISCVGNDSFTGLGSVRLLSLYD
NQITTVAPGAFGTLHSLSTLNLLANP
FNCNCHLAWLGEWLRRKRIVTGNP
RCQKPYFLKEIPIQDVAIQDFTCDDG
NDDNSCSPLSRCPSECTCLDTVVRC
SNKGLKVLPKGIPRDVTELYLDGNQ
FTLVP




