UniprotkB Entry name organism [full name loglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane [region

QI9WVD5  |[ORNT1_MOUSE |Mus Mitochondrial |23.627151 NaN NaN 37453647 MKSNPAIQAAIDLTAGAAGGTACVLT [None None None [None None None None None None
musculus |ornithine GQPFDTMKVKMQTFPDLYRGLTDC

transporter 1

CLKTYSQVGFRGFYKGTSPALIANIA
ENSVLFMCYGFCQQVVRKVVGLDQ

QAKLSDLQNAAAGSFASAFAALVLC

PTELVKCRLQTMYEMETSGKIAASQ

NTVWSVVKEIFRKDGPLGFYHGLSS

TLLREVPGYFFFFGGYELSRSFFASG
RSKDELGPVPLMLSGGFGGICLWLA
IVYPVDCIKSRIQVLSMTGKQTGLVRT
FLSIVKNEGITALYSGLKPTMIRAFPA
NGALFLAYEYSRKLMMNQLEAW




