}Jl;l iprotKB Entry name organism full oglcnacscore o-glcnac phosphorylation sites PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi ! ethaceIIUIa]
name sites reticulum |apparatus membrane fregion
Q9WVH4 |[FOXO3_MOUSE |Mus Forkhead (38.223321 NaN S30;T32;T178;5S208;S214;S252;S27 40997131 MAEAPASPVPLSPLEVELDPEFEPQS |True False 5.0 5.0 5.0 2.707 1.823 2.802 2.87
musculus [box 9;5283;5293;5298;5310;S314;S398; RPRSCTWPLQRPELQASPAKPSGET
protein S412;S420;5550;5554;S587;5625;S AADSMIPEEDDDEDDEDGGGRASSA
03 643 MVIGGGVSSTLGSGLLLEDSAMLLA

PGGQDLGSGPASAAGALSGGTPTQL
QPQQPLPQPQPGAAGGSGQPRKCSS
RRNAWGNLSYADLITRAIESSPDKRL
TLSQIYEWMVRCVPYFKDKGDSNSS
AGWKNSIRHNLSLHSRFMRVQNEG
TGKSSWWIINPDGGKSGKAPRRRAV
SMDNSNKYTKSRGRAAKKKAALQA
APESADDSPSQLSKWPGSPTSRSSD
ELDAWTDFRSRTNSNASTVSGRLSP
ILASTELDDVQDDDGPLSPMLYSSSA
SLSPSVSKPCTVELPRLTDMAGTMN
LNDGLAENLMDDLLDNIALPPSQPS
PPGGLMQRGSSFPYTAKSSGLGSPT
GSFNSTVFGPSSLNSLRQSPMQTIQ
ENRPATFSSVSHYGNQTLQDLLASD
SLSHSDVMMTQSDPLMSQASTAVS
AQNARRNVMLRNDPMMSFAAQPT
QGSLVNQNLLHHQHQTQGALGGSR
ALSNSVSNMGLSDSSSLGSAKHQQ
QSPASQSMQTLSDSLSGSSLYSASA
NLPVMGHDKFPSDLDLDMFNGSLE
CDMESIIRSELMDADGLDFNFDSLIS
TQNVVGLNVGNFTGAKQASSQSWV
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