UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol [nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
QI9WVH9 [FBLN5 MOUSE [Mus Fibulin-|(38.223321 NaN NaN 40997131 MPGLKRILTVTILALWLPHPGNAQQ |[False True 1.376 |1.876 1.699 1.427 0.992 1.819 5.0

musculus |5 QCTNGFDLDRQSGQCLDIDECRTIP

EACRGDMMCVNQNGGYLCIPRTNP
'VYRGPYSNPYSTSYSGPYPAAAPPVP
ASNYPTISRPLVCRFGYQMDEGNQC
VDVDECATDSHQCNPTQICINTEGG
YTCSCTDGYWLLEGQCLDIDECRYG
'YCQQLCANVPGSYSCTCNPGFTLND
DGRSCQDVNECETENPCVQTCVNT
YGSFICRCDPGYELEEDGIHCSDMD
ECSFSEFLCQHECVNQPGSYFCSCP
PGYVLLDDNRSCQDINECEHRNHT
CTSLQTCYNLQGGFKCIDPISCEEPY
LLIGENRCMCPAEHTSCRDQPFTILY
RDMDVVSGRSVPADIFQMQATTRYP
GAYYIFQIKSGNEGREFYMRQTGPIS
ATLVMTRPIKGPRDIQLDLEMITVNT
VINFRGSSVIRLRIYVSQYPF




