UniprotkB Entry name |organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular lextracellular cytosol [nucleus mitochndrion em?oplasmlc golgi plasma extr‘acellular
ID sites sites reticulum apparatus membrane region
QIWV]3 CBPQ_MOUSE [Mus Carboxypeptidase [22.380232 NaN NaN 37507081 MRSLFFLFIVHLLALGSGKAVFKNG [False False 0.671 [1.01 1.089 4.169 4.056 2.612 3.828

VSQRTFREIKEEIANYEDVAKAIINLA
IVYGKYQNRSYERLGLLVDTVGPRLS
GSKNLEKAIQIMYQNLQQDGLENVH
LEQVRIPHWERGEESAVMLEPRIHK
MAILGLGSSIGTPPGGITAEVLVVASF
DELQRRASEARGKIIVYNQPYTGYEK
TVQYRVQGAVEAAKVGAVASLIQSVA
SFSIYSPHTGIQKYQDGVPKIPTACIT
VEDAEMMSRMASRGNKIVIHLEMG
IAKTYPDTDSFNTVAEITGSMYPEEVV
LVSGHLDSWDVGQGALDDGGGAFIS
WEALSLVKDLGLRPKRTLRLVLWTA
EEQGGIGASQYYELHKANISKYSLV
MEADSGTFLPTGLQFTGSDKARAIM
KEVMNLLQPLNVTKVFSNGEGTDIN
FWIQAGVPGASLRDDLYKYFFFHHS
HGDTMTVMDPKQMNVAAAVWAVV
IAYVWWADMDEMLPRS

musculus |Q




