
UniprotKB
ID

Entry
name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9WVJ6 TGM2_RAT Rattus
norvegicus

Protein-glutamine
gamma-
glutamyltransferase
2

25.563465 NaN NaN 34502162 MAEELNLERCDLEIQANGRDHHTA
DLCQQKLVLRRGQRFRLTLYFEGRG
YEASVDRLTFGAVTGPDPSEEAGTK
ARFSLSDDVEEGSWSASVLDQQDN
VLSLQLCTPANAPVGQYRLSLETSTG
YQGSSFMLGHFILLFNAWCPADDVY
LDSEAERREYVLTQQGFIYQGSVKFI
KSVPWNFGQFEDGILDACLMLLDV
NPKFLKDRSRDCSRRSSPIYVGRVVS
GMVNCNDDQGVLLGRWDNNYGDG
ISPMAWIGSVDILRRWKEHGCQQVK
YGQCWVFAAVACTVLRCLGIPTRVV
TNYNSAHDQNSNLLIEYFRNEYGEL
ESNKSEMIWNFHCWVESWMTRPD
LQPGYEGWQAIDPTPQEKSEGTYCC
GPVSVRAIKEGDLSTKYDASFVFAEV
NADVVDWIRQSDGSVLKSINNSLVV
GQKISTKSVGRDDREDITYTYKYPEG
SPEEREVFTRANHLNKLAEKEETGV
AMRIRVGDGMSLGNDFDVFAHIGN
DTSESRECRLLLCARTVSYNGVLGP
ECGTEDINLTLDPYSENSIPLRILYEK
YSGCLTESNLIKVRGLLVEPAANSYL
LAERDLYLENPEIKIRILGEPKQNRK
LVAEVSLKNPLSDSLYDCVFTVEGA
GLTKEQKSVEVSDPVPAGDAVKVRV
DLFPTDIGLHKLVVNFQCDKLKSVK
GYRNIIIGPA

True True 5.0 5.0 4.47 2.932 0.918 4.448 3.836


