UniprotKB [Entry organism [full name loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus jmitochndrion enc.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
QI9WVK7  [HCDH_RAT [Rattus Hydroxyacyl- [31.204304 S73;S190 |NaN 27213235;34502162 MAFVTRQFVRSMSSSSSASAAAKKI [True False 1.885 [2.99 4.769 1.532 0.661 1.47 1.468
norvegicus [coenzyme A LIKHVTVIGGGLMGAGIAQVAAATGH
dehydrogenase, VVLVDQTEDILAKSKKGIEESLKRM
mitochondrial IAKKKFTENPKAADEFVEKTLSSLSTS

TDAASVVHSTDLVVEAIVENLKLKN
ELFQRLDKFAAEHTIFASNTSSLQIT
NIANATTRQDRFAGLHFFNPVPMM
KLVEVIKTPMTSQKTFESLVDFCKTL
GKHPVSCKDTPGFIVNRLLVPYLIEAI
RLHERGDASKEDIDTAMKLGAGYP
MGPFELLDYVGLDTTKFILDGWHE
MDPENPLFQPSPSMNNLVAQKKLG
KKTGEGFYKYK




