UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extl.'acellular

ID name sites sites reticulum apparatus membrane [region

Q9Y136 Q9Y136_DROME |Drosophila NaN (25.496522 NaN NaN 33925313 MGIKAKHNAKQLLCICIAGHVLSAM |None None None |None None None None None None
melanogaster 'VAAAPTSEEDLKQDTPYMKELLRQA

KTAEIESFMDQKADPCNDFYAFSCG
NYKRINSALSMQVVTTGVFETLTKG
LNRKILKMLNTPHDSHDTPEDIKVK
HFYESCLQIKELNSTYSEKLKRLIAE
FGTMPLLEGSSWQEDDFDWLNTTA
RMAYRYGITPIFGIEVNKDLASNTRN
RIYLGQQDFPLEARSMYVDDATAVY
RQKYRNNIQRILQRYLGVKMDLAKK
TAKELIDFEVDLAQGLVDESEGLDV
GELTQLLTVDEIQRRYSPTLDIDRLL
FVSMGERISDQIYEYNNRYQQNLVE
VIKRTPKRTVANYIFFRLIWEFVETPS
DSPEKQMKACVDLTKKYFAKNLDN
MFYRRYNNEKSSREIDNMWRQLKS
TFNETLRSSPALNWIERPTRNLAMA
KLQAMTLEVNNYADDNFTEEFAEL
NLQSDDYVENVRYTSLLGAKQMRE
MLHKPAKPFEAGSQLSYTPANILIEN
TIKVPVALLQPFYIWSDVYPNAIMFG
TLASLIGHELIHGFDDSGRKFDEKG
NSKDWWDEKSSSNFLKRRDCFTKQ
YGRYVYDGIQLKESTAQSENIADNG
GMRLAYTAYRKWYENQLTLPNGAQ
DMTKETLPNLRYTAKQLFFISFAQS
'WCNDAHPSVKALQVSTDQHMPGRF
RVIGSLSNFEEFSKEFNCPAGSAMN
PSEKCILY




