UniprotKB Entry name |organism full name oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma ext
ID sites sites reticulum |apparatus membrane reg
Q9Y232 CDYL _HUMAN |Homo Chromodomain [23.99823 NaN S88;5170;5201;S216(40914422;34019948;30379171 MTFQASHRSAWGKSRKKNWQYEGP [True False 2.104 |5.0 1.541 0.82 False 1.24 1.3

sapiens

Y-like protein

TQKLFLKRNNVSAPDGPSDPSISVSS
EQSGAQQPPALQVERIVDKRKNKKG
KTEYLVRWKGYDSEDDTWEPEQHL
IVNCEEYIHDFNRRHTEKQKESTLTR
TNRTSPNNARKQISRSTNSNFSKTS
PKALVIGKDHESKNSQLFAASQKFR
KNTAPSLSSRKNMDLAKSGIKILVPK
SPVKSRTAVDGFQSESPEKLDPVEQ
GQEDTVAPEVAAEKPVGALLGPGAE
RARMGSRPRIHPLVPQVPGPVTAAM
IATGLAVNGKGTSPFMDALTANGTTN
IQTSVTGVTASKRKFIDDRRDQPFDK
RLRFSVRQTESAYRYRDIVVRKQDGF
THILLSTKSSENNSLNPEVMREVQS
IALSTAAADDSKLVLLSAVGSVFCCGL
DFIYFIRRLTDDRKRESTKMAEAIRN
FVNTFIQFKKPIIVAVNGPAIGLGASI
LPLCDVVWANEKAWFQTPYTTFGQS
PDGCSTVMFPKIMGGASANEMLLS
GRKLTAQEACGKGLVSQVFWPGTFT
QEVMVRIKELASCNPVVLEESKALV
RCNMKMELEQANERECEVLKKIWG

SAQGMDSMLKYLQRKIDEF




