UniprotKB Entry name |organism [full name oglcnacscore oglcnac phosphorylation g1y g sequence intracellular |extracellular [cytosol [nucleus mitochndrion |, .. | golgi plasma lextracellula
D sites  [sites reticulum  |apparatus [membrane [region
Q9Y233 PDE10_ HUMAN Homo cAMP and cAMP- |30.827094 NaN T282 28411811;39302247  MASLEEPLAPRPQGPLPAAGDEPGC ([True False 4.679 2.6 1.952 1.463 0.814 1.954 1.71

sapiens

inhibited cGMP
3',5'-cyclic
phosphodiesterase
10A

GPGKLRPEPRLSAAGGGSAAGPGPA
PEWPGRGRAERAAPPRPPLSSAGRP
SPAGGPGALSARGGGCGWVAARAPL
ALAFSSRVPSSSPSFFYFWPPPPPPP
PSFLPSSSAFHLPVRLPGREGAAAAA
AAGGGGDAGGGGGGGQEAAPLSVP
TSSSHRGGGGSGGGRRRLFLSPALQ
GLLLPARAGPRPPPPPRLPLGQAARR
AGSPGFPGAGPGGGGQTPRRPQGAS
FALAAAAALLFGSDMEDGPSNNASC
FRRLTECFLSPSLTDEKVKAYLSLHP
QVLDEFVSESVSAETVEKWLKRKNN
KSEDESAPKEVSRYQDTNMQGVVYE
LNSYIEQRLDTGGDNQLLLYELSSII
KIATKADGFALYFLGECNNSLCIFTP
PGIKEGKPRLIPAGPITQGTTVSAYVA
KSRKTLLVEDILGDERFPRGTGLESG
TRIQSVLCLPIVTAIGDLIGILELYRH
WGKEAFCLSHQEVATANLAWASVAI
HQVQVCRGLAKQTELNDFLLDVSKT
YFDNIVAIDSLLEHIMIYAKNLVNAD
RCALFQVDHKNKELYSDLFDIGEEK
EGKPVFKKTKEIRFSIEKGIAGQVAR
TGEVLNIPDAYADPRFNREVDLYTGY
TTRNILCMPIVSRGSVIGVVQMVNKI
SGSAFSKTDENNFKMFAVFCALALH
CANMYHRIRHSECIYRVTMEKLSYH
SICTSEEWQGLMQFTLPVRLCKEIEL
FHFDIGPFENMWPGIFVYMVHRSC
GTSCFELEKLCRFIMSVKKNYRRVP
YHNWKHAVTVAHCMYAILQNNHTL
FTDLERKGLLIACLCHDLDHRGFSN
SYLQKFDHPLAALYSTSTMEQHHFS
QTVSILQLEGHNIFSTLSSSEYEQVL
EIIRKAITATDLALYFGNRKQLEEMYQ
TGSLNLNNQSHRDRVIGLMMTACD
LCSVTKLWPVTKLTANDIYAEFWAE
GDEMKKLGIQPIPMMDRDKKDEVP
QGQLGFYNAVAIPCYTTLTQILPPTEP
LLKACRDNLSQWEKVIRGEETATWI
SSPSVAQKAAASED




