UniprotkB Entry name |organism [full name |oglcnacscore oglcnac POk orylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus membrane |region
Q9Y237 PIN4 HUMAN |Homo Peptidyl- [23.516011 NaN S19 34229054;28510447 MPPKGKSGSGKAGKGGAASGSDSA [None None None [None None None None None None
sapiens  |prolyl cis- DKKAQGPKGGGNAVKVRHILCEKH

trans GKIMEAMEKLKSGMRFNEVAAQYS

isomerase EDKARQGGDLGWMTRGSMVGPFQ

NIMA- EAAFALPVSGMDKPVFTDPPVKTKF

interacting GYHIIMVEGRK
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