}Jl;l iprotKB Entry name |organism |full name [oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma em."
sites sites reticulum |apparatus membrane [regic
Q9Y262 EIF3L_HUMAN Homo Eukaryotic (12.714743 NaN S21 34725712;33214551;28510447;350 |MSYPADDYESEAAYDPYAYPSDYDM |(True False 4.513 [3.986  [1.299 1.309 1.458 1.039 0.86¢
sapiens [translation 83852;35138101;38665916;393958 | HTGDPKQDLAYERQYEQQTYQVIPE
initiation 07;36580660;34019948;30397120;2 [VIKNFIQYFHKTVSDLIDQKVYELQA
factor 3 3301498 SRVSSDVIDQKVYEIQDIYENSWTKL
subunit L

TERFFKNTPWPEAEAIAPQVGNDAV
FLILYKELYYRHIYAKVSGGPSLEQRF
ESYYNYCNLFNYILNADGPAPLELPN
QWLWDIIDEFIYQFQSFSQYRCKTAK
KSEEEIDFLRSNPKIWNVHSVLNVL
HSLVDKSNINRQLEVYTSGGDPESV
AGEYGRHSLYKMLGYFSLVGLLRLH
SLLGDYYQAIKVLENIELNKKSMYSR
VPECQVTTYYYVGFAYLMMRRYQDA
IRVFANILLYIQRTKSMFQRTTYKYE
MINKQNEQMHALLAIALTMYPMRID
ESIHLQLREKYGDKMLRMQKGDPQ
VYEELFSYSCPKFLSPVVPNYDNVHP
NYHKEPFLQQLKVFSDEVQQQAQLS
TIRSFLKLYTTMPVAKLAGFLDLTEQ
EFRIQLLVFKHKMKNLVWTSGISAL
DGEFQSASEVDFYIDKDMIHIADTKV
ARRYGDFFIRQIHKFEELNRTLKKM
GQRP




