UniprotKB Entry name organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi extn:acel

ID name sites sites reticulum |apparatus membrane fregion

Q9Y265 RUVB1_HUMAN [Homo RuvB- [21.164764 NaN NaN 23301498;33214551;27566657;386 |MKIEEVKSTTKTQRIASHSHVKGLGL |True False 4.712 5.0 1.841 1.475 2.273 1.455 4.284
sapiens [like 1 65916;21740066;34725712;321195 |DESGLAKQAASGLVGQENAREACGV

11;40914422;35083852;34019948;2
8510447

IVELIKSKKMAGRAVLLAGPPGTGKT
ALALAIAQELGSKVPFCPMVGSEVYS
TEIKKTEVLMENFRRAIGLRIKETKE
VYEGEVTELTPCETENPMGGYGKTI
SHVIIGLKTAKGTKQLKLDPSIFESLQ
KERVEAGDVIYIEANSGAVKRQGRC
DTYATEFDLEAEEYVPLPKGDVHKK
KEIIQDVTLHDLDVANARPQGGQDIL
SMMGQLMKPKKTEITDKLRGEINKV
VNKYIDQGIAELVPGVLFVDEVHML
DIECFTYLHRALESSIAPIVIFASNRG
NCVIRGTEDITSPHGIPLDLLDRVMII
RTMLYTPQEMKQIIKIRAQTEGINISE
EALNHLGEIGTKTTLRYSVQLLTPAN
LLAKINGKDSIEKEHVEEISELFYDA
KSSAKILADQQDKYMK




