}Jl;l iprotKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extx:ace
sites sites reticulum |apparatus|membrane region
Q9Y282 ERGI3_HUMAN [Homo Endoplasmic |[24.729092 NaN S116 38665916;34725712;22661428 MEALGKLKQFDAYPKTLEDFRVKTC |None None None |[None None None None None None
sapiens [reticulum- GGATVTIVSGLLMLLLFLSELQYYLT
Golgi ' TEVHPELYVDKSRGDKLKINIDVLFP
intermediate HMPCAYLSIDAMDVAGEQQLDVEH
compartment NLFKQRLDKDGIPVSSEAERHELGK
protein 3 IVEVIVFDPDSLDPDRCESCYGAEAE

DIKCCNTCEDVREAYRRRGWAFKNP
DTIEQCRREGFSQKMQEQKNEGCQ
IVYGFLEVNKVAGNFHFAPGKSFQQS
HVHVHDLQSFGLDNINMTHYIQHL
SFGEDYPGIVNPLDHTNVTAPQASM
MFQYFVKVVPTVYMKVDGEVLRTN
QFSVITRHEKVANGLLGDQGLPGVFV
LYELSPMMVKLTEKHRSFTHFLTGV
CAIIGGMFTVAGLIDSLIYHSARAIQK
KIDLGKTT




