}Jl;l iprotKB Entry name organism full oglcnacscore oplcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasm
name sites reticulum apparatus memh
Q9Y2D5 PLAK2_HUMAN [Homo PALM2-|21.146775 S293 $322;5352;5383;5567;5624;S692;S (|35132862;38665916;40596516 MAEAELHKERLQAIAEKRKRQTEIE |False False False [4.0 False False False 4.0
sapiens  |AKAP2 696;S748;T757;5S862;5951;5S979;S1 GKRQQLDEQILLLQHSKSKVLREKW
fusion 009;S1016 LLQGIPAGTAEEEEARRRQSEEDEF
protein RVKQLEDNIQRLEQEIQTLESEESQI

SAKEQIILEKLKETEKSFKDFQKGFS
STDGDAVNYISSQLPDLPILCSRTAE
PSPGQDGTSRAAGVGWENVLLKEG
ESASNATETSGPDMTIKKPPQLSED
DIWLKSEGDNYSATLLEPAASSLSPD
HKNMEIEVSVAECKSVPGITSTPHP
MDHPSAFYSPPHNGLLTDHHESLD
NDVAREIRYLDEVLEANCCDSAVDG
TYNGTSSPEPGAVVLVGGLSPPVHE
IATQPEPTERTASRQAPPHIELSNSSP
DPMAEAERTNGHSPSQPRDALGDS
LQVPVSPSSTTSSRCSSRDGEFTLTT
LKKEAKFELRAFHEDKKPSKLFEDD
EHEKEQYCIRKVRPSEEMLELEKER
RELIRSQAVKKNPGIAAKWWNPPQE
KTIEEQLDEEHLESHKKYKERKERR
IAQQEQLLLQKQLQQQQQQPPSQLC
TAPASSHERASMIDKAKEDIVTEQID
FSAARKQFQLMENSRQAVAKGQST
PRLFSIKPFYRPLGSVNSDKPLTNPR
PPSVGGPPEDSGASAAKGQKSPGAL
ETPSAAGSQGNTASQGKEGPYSEPS
KRGPLSKLWAEDGEFTSARAVLTVV
KDDDHGILDQFSRSVNVSLTQEELD
SGLDELSVRSQDTTVLETLSNDFSM
DNISDSGASNETTNALQENSLADFS
LPQTPQTDNPSEGRGEGVSKSFSDH
GFYSPSSTLGDSPLVDDPLEYQAGLL
VQNAIQQAIAEQVDKAVSKTSRDGA
EQQGPEATVEEAEAAAFGSEKPQSM
FEPPQVSSPVQEKRDVLPKILPAEDR
ALRERGPPQPLPAVQPSGPINMEET
RPEGSYFSKYSEAAELRSTASLLATQ
ESDVMVGPFKLRSRKQRTLSMIEEE
IRAAQEREEELKRQRQVLQSTQSPR
TKNAPSLPSRTCYKTAPGKIEKVKPP
PSPTTEGPSLQPDLAPEEAAGTQRPK
NLMQTLMEDYETHKSKRRERMDDS
SYTSKLLSCKVTSEVLEATRVNRRKS
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