UniprotKB Entry name organism full name |oglcnacscore o.glcnac p'h osphorylation PMIDS sequence intracellular extracellular (cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QI9Y2ES5 MA2B2 HUMAN Homo Epididymis- |23.135236 NaN NaN 26853435;38665916 MGQLCWLPLLAPLLLLRPPGVQSAG |False False 1.021 |0.94 1.156 0.777 0.957 0.896 4.389
sapiens specific PIRAFVVPHSHMDVGWVYTVQESM
alpha- RAYAANVYTSVVEELARGQQRRFIAV

mannosidase

EQEFFRLWWDGVASDQQKYQVRQL
LEEGRLEFVIGGQVMHDEAVTHLDD
QILQLTEGHGFLYETFGIRPQFSWH
VDPFGASATTPTLFALAGFNAHLGS
RIDYDLKAAMQEARGLQFVWRGSPS
LSERQEIFTHIMDQYSYCTPSHIPFS
NRSGFYWNGVAVFPKPPQDGVYPN
MSEPVTPANINLYAEALVANVKQRA
AWFRTPHVLWPWGCDKQFFNASVQ
FANMDPLLDHINSHAAELGVSVQYA
TLGDYFRALHALNVTWRVRDHHDF
LPYSTEPFQAWTGFYTSRSSLKGLAR
RASALLYAGESMFTRYLWPAPRGHL
DPTWALQQLQQLRWAVSEVQHHDA
ITGTESPKVRDMYATHLASGMLGMR
KLMASIVLDELQPQAPMAASSDAGP
AGHFASVYNPLAWTVTTIVTLTVGFP
GVRVTDEAGHPVPSQIQNSTETPSAY
DLLILTTIPGLSYRHYNIRPTAGAQEG
TQEPAATVASTLQFGRRLRRRTSHA
GRYLVPVANDCYIVLLDQDTNLMHS
IWERQSNRTVRVTQEFLEYHVNGDV
KQGPISDNYLFTPGKAAVPAWEAVE
MEIVAGQLVTEIRQYFYRNMTAQNY
TYAIRSRLTHVPQGHDGELLCHRIEQ
EYQAGPLELNREAVLRTSTNLNSQQ
'VIYSDNNGYQMQRRPYVSYVNNSIA
RNYYPMVQSAFMEDGKSRLVLLSER
AHGISSQGNGQVEVMLHRRLWNNF
DWDLGYNLTLNDTSVVHPVLWLLL
GSWSLTTALRQRSALALQHRPVVLF
GDLAGTAPKLPGPQQQEAVTLPPNL
HLQILSIPGWRYSSNHTEHSQNLRK
GHRGEAQADLRRVLLRLYHLYEVGE
DPVLSQPVTVNLEAVLQALGSVVAV
EERSLTGTWDLSMLHRWSWRTGPG
RHRGDTTSPSRPPGGPIITVHPKEIRT
FFIHFQQQ




