
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9Y2G3 AT11B_HUMAN Homo
sapiens

Phospholipid-
transporting
ATPase	IF

25.523008 T326 S1154 34725712;30620550 MWRWIRQQLGFDPPHQSDTRTIYVA
NRFPQNGLYTPQKFIDNRIISSKYTV
WNFVPKNLFEQFRRVANFYFLIIFLV
QLMIDTPTSPVTSGLPLFFVITVTAIK
QGYEDWLRHNSDNEVNGAPVYVVR
SGGLVKTRSKNIRVGDIVRIAKDEIFP
ADLVLLSSDRLDGSCHVTTASLDGE
TNLKTHVAVPETALLQTVANLDTLV
AVIECQQPEADLYRFMGRMIITQQM
EEIVRPLGPESLLLRGARLKNTKEIF
GVAVYTGMETKMALNYKSKSQKRS
AVEKSMNTFLIIYLVILISEAVISTILK
YTWQAEEKWDEPWYNQKTEHQRN
SSKILRFISDFLAFLVLYNFIIPISLYV
TVEMQKFLGSFFIGWDLDLYHEESD
QKAQVNTSDLNEELGQVEYVFTDKT
GTLTENEMQFRECSINGMKYQEING
RLVPEGPTPDSSEGNLSYLSSLSHLN
NLSHLTTSSSFRTSPENETELIKEHD
LFFKAVSLCHTVQISNVQTDCTGDG
PWQSNLAPSQLEYYASSPDEKALVE
AAARIGIVFIGNSEETMEVKTLGKLE
RYKLLHILEFDSDRRRMSVIVQAPSG
EKLLFAKGAESSILPKCIGGEIEKTRI
HVDEFALKGLRTLCIAYRKFTSKEYE
EIDKRIFEARTALQQREEKLAAVFQF
IEKDLILLGATAVEDRLQDKVRETIEA
LRMAGIKVWVLTGDKHETAVSVSLS
CGHFHRTMNILELINQKSDSECAEQ
LRQLARRITEDHVIQHGLVVDGTSLS
LALREHEKLFMEVCRNCSAVLCCR
MAPLQKAKVIRLIKISPEKPITLAVGD
GANDVSMIQEAHVGIGIMGKEGRQA
ARNSDYAIARFKFLSKLLFVHGHFYY
IRIATLVQYFFYKNVCFITPQFLYQFY
CLFSQQTLYDSVYLTLYNICFTSLPIL
IYSLLEQHVDPHVLQNKPTLYRDISK
NRLLSIKTFLYWTILGFSHAFIFFFGS
YLLIGKDTSLLGNGQMFGNWTFGTL
VFTVMVITVTVKMALETHFWTWINH
LVTWGSIIFYFVFSLFYGGILWPFLGS
QNMYFVFIQLLSSGSAWFAIILMVVT
CLFLDIIKKVFDRHLHPTSTEKAQLT
ETNAGIKCLDSMCCFPEGEAACASV
GRMLERVIGRCSPTHISRSWSASDP
FYTNDRSILTLSTMDSSTC

True True 2.219 5.0 1.312 5.0 3.547 4.442 1.144


