}Jl;l iprotKB Entry name organism [full name |oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi
sites reticulum |apparatu
Q9Y2H5 PKHA6_HUMAN [Homo Pleckstrin (12.246024 S974 S247;S251;S314;5459;S461;S472;T (30379171;38253038;28510447;340 [MSNKTGGKRPATTNSDIPNHNMVS None None None [None |None None None
sapiens  |[homology 492;S591;T744;S777;T784;S801;S8 [19948 EVPPERPSVRATRTARKAVAFGKRS

domain- 48;5854;S867;T920;5S940;T1015;S1 HSMKRNPNAPVTKAGWLFKQASSG

containing 017;T1020;S1021;S1024 [VKQWNKRWFVLVDRCLFYYKDEKE

family A ESILGSIPLLSFRVAAVQPSDNISRKH

member 6

TFKAEHAGVRTYFFSAESPEEQEAW
IQAMGEAARVQIPPAQKSVPQAVRH
SHEKPDSENVPPSKHHQQPPHNSL
PKPEPEAKTRGEGDGRGCEKAERRP
ERPEVKKEPPVKANGLPAGPEPASE
PGSPYPEGPRVPGGGEQPAQPNGW
QYHSPSRPGSTAFPSQDGETGGHRR
SFPPRTNPDKIAQRKSSMNQLQQW
[VNLRRGVPPPEDLRSPSRFYPVSRRV
PEYYGPYSSQYPDDYQYYPPGVRPES
ICSMPAYDRISPPWALEDKRHAFRN
GGGPAYQLREWKEPASYGRQDATV
IWIPSPSRQPVYYDELDAASSSLRRLS
LQPRSHSVPRSPSQGSYSRARIYSPV
RSPSARFERLPPRSEDIYADPAAYVM
RRSISSPKVPPYPEVFRDSLHTYKLN
EQDTDKLLGKLCEQNKVVREQDRLV
QQLRAEKESLESALMGTHQELEMF
GSQPAYPEKLRHKKDSLQNQLINIR
IVELSQATTALTNSTIEYEHLESEVSA
LHDDLWEQLNLDTQNEVLNRQIQK
EIWRIQDVMEGLRKNNPSRGTDTAK
HRGGLGPSATYSSNSPASPLSSASLT
SPLSPFSLVSGSQGSPTKPGSNEPKA
NYEQSKKDPHQTLPLDTPRDISLVPT
RQEVEAEKQAALNKVGVVPPRTKSP
TDDEVTPSAVVRRNASGLTNGLSSQ
ERPKSAVFPGEGKVKMSVEEQIDRM
RRHQSGSMREKRRSLQLPASPAPDP
SPRPAYKVVRRHRSIHEVDISNLEAA
LRAEEPGGHAYETPREEIARLRKME
LEPQHYDVDINKELSTPDKVLIPERYI
DLEPDTPLSPEELKEKQKKVERIKTL
IAKSSMQNVVPIGEGDSVDVPQDSE
SQLQEQEKRIEISCALATEASRRGRM
LSVQCATPSPPTSPASPAPPANPLSS
ESPRGADSSYTMRV




