sapiens

associated
serine/threonine-
protein kinase 1

93;5952;51413

RTKSCRTSNRKSLILTSTSPTLPRPH
SPLPGHLGSSPLDSPRNFSPNTPAH
FSFASSRRADGRRWSLASLPSSGYG
TNTPSSTVSSSCSSQERLHQLPYQPT
IVDELHFLSKHFGSTESITDEDGGRR
SPAVRPRSRSLSPGRSPSSYDNEIVM
MNHVYKERFPKATAQMEEKLRDFT
RAYEPDSVLPLADGVLSFIHHQIIELA
RDCLTKSRDGLITTVYFYELQENLEK
LLQDAYERSESLEVAFVTQLVKKLLII
ISRPARLLECLEFNPEEFYHLLEAAE
GHAKEGHLVKTDIPRYIIRQLGLTRD
PFPDVVHLEEQDSGGSNTPEQDDLS
EGRSSKAKKPPGENDFDTIKLISNGA
IYGAVYLVRHRDTRQRFAMKKINKQ
NLILRNQIQQAFVERDILTFAENPFV
VGMFCSFETRRHLCMVMEYVEGGD
CATLLKNIGALPVEMARMYFAETVL
IALEYLHNYGIVHRDLKPDNLLITSM
GHIKLTDFGLSKMGLMSLTTNLYEG
HIEKDAREFLDKQVCGTPEYIAPEVI
LRQGYGKPVDWWAMGIILYEFLVGC
\VPFFGDTPEELFGQVISDDILWPEGD
EALPTEAQLLISSLLQTNPLVRLGAG
GAFEVKQHSFFRDLDWTGLLRQKA
EFIPHLESEDDTSYFDTRSDRYHHV
NSYDEDDTTEEEPVEIRQFSSCSPRF
SKVYSSMEQLSQHEPKTPVAAAGSS
KREPSTKGPEEKVAGKREGLGGLTL
REKTWRGGSPEIKRFSASEASFLEG
EASPPLGARRRFSALLEPSRFSAPQE
DEDEARLRRPPRPSSDPAGSLDARA
PKEETQGEGTSSAGDSEATDRPRPG
DLCPPSKDGDASGPRATNDLVLRRA
RHQQMSGDVAVEKRPSRTGGKVIKS
IASATALSVMIPAVDPHGSSPLASPM
SPRSLSSNPSSRDSSPSRDYSPAVSG
LRSPITIQRSGKKYGFTLRAIRVYMG
DTDVYSVHHIVWHVEEGGPAQEAGL
CAGDLITHVNGEPVHGMVHPEVVEL
ILKSGNKVAVTTTPFENTSIRIGPARR
SSYKAKMARRNKRPSAKEGQESKKR
SSLFRKITKQSNLLHTSRSLSSLNRS
LSSSDSLPGSPTHGLPARSPTHSYRS
TPDSAYLGASSQSSSPASSTPNSPAS
SASHHIRPSTLHGLSPKLHRQYRSA
RCKSAGNIPLSPLAHTPSPTQASPPP
LPGHTVGSSHTTQSFPAKLHSSPPV
\VRPRPKSAEPPRSPLLKRVQSAEKLG
IASLSADKKGALRKHSLEVGHPDFRK
DFHGELALHSLAESDGETPPVEGLG
IAPRQVAVRRLGRQESPLSLGADPLL
PEGASRPPVSSKEKESPGGAEACTPP
RATTPGGRTLERDVGCTRHQSVQTE
DGTGGMARAVAKAALSPVQEHETG
RRSSSGEAGTPLVPIVVEPARPGAKA
IVVPQPLGADSKGLQEPAPLAPSVPEA
PRGRERWVLEVVEERTTLSGPRSKP
IASPKLSPEPQTPSLAPAKCSAPSSAV
TPVPPASLLGSGTKPQVGLTSRCPAE

IAVPPAGLTKKGVSSPAPPGP
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