}Jl;l iprotKB Entry name organism (full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi
sites reticulum |appara
Q9Y2K5 R3HD2_HUMAN Homo R3H 23.438811 S339;T345(S37;S143;S330;S333;S349;5853;S8 |26280087;28314751;39531497;325 |MSNSNTTQETLEIMKESEKKLVEES (True False 2.945 [4.563 |False False 1.482
sapiens |domain- 55;T856;T860 74038;23301498;38665916;340199 |[VNKNKFISKTPSKEEIEKECEDTSLR
containing 48;31492838;30059200;35254053;3 |QETQRRTSNHGHARKRAKSNSKLK
protein 2 5138101 LVRSLAVCEESSTPFADGPLETQDII

QLHISCPSDKEEEKSTKDVSEKEDK
DKNKEKIPRKMLSRDSSQEYTDSTGI
DLHEFLVNTLKKNPRDRMMLLKLE
QEILEFINDNNNQFKKFPQMTSYHR
MLLHRVAAYFGMDHNVDQTGKAVII
NKTSNTRIPEQRFSEHIKDEKNTEF
QQRFILKRDDASMDRDDNQTGQNG
YLNDIRLSKEAFSSSSHKRRQIFRGN
REGLSRTSSSRQSSTDSELKSLEPRP
WSSTDSDGSVRSMRPPVTKASSFSG
ISILTRGDSIGSSKGGSAGRISRPGM
ALGAPEVCNQVTSSQSVRGLLPCTA
QQQQQQQQQQLPALPPTPQQQPPL
NNHMISQADDLSNPFGQMSLSRQG
STEAADPSAALFQTPLISQHPQQTSF
IMASTGQPLPTSNYSTSSHAPPTQQV
LPPQGYMQPPQQIQVSYYPPGQYPN
SNQQYRPLSHPVAYSPQRGQQLPQP
SQQPGLQPMMPNQQQAAYQGMIGV
QQPQNQGLLSSQRSSMGGQMQGLV
VQYTPLPSYQVPVGSDSQNVVQPPF
QQPMLVPVSQSVQGGLPAAGVPVYY
SMIPPAQQNGTSPSVGFLQPPGSEQ
'YQMPQSPSPCSPPQMPQQYSGVSPS
GPGVVVMQLNVPNGPQPPQNPSMV
QWSHCKYYSMDQRGQKPGDLYSPD
SSPQANTQMSSSPVTSPTQSPAPSP
VTSLSSVCTGLSPLPVLTQFPRPGGP
AQGDGRYSLLGQPLQYNLSICPPLLH
GQSTYTVHQGQSGLKHGNRGKRQA
LKSASTDLGTADVVLGRVLEVTDLPE
GITRTEADKLFTQLAMSGAKIQWLK
DAQGLPGGGGGDNSGTAENGRHSD
LAALYTIVAVFPSPLAAQNASLRLNN
SVSRFKLRMAKKNYDLRILERASSQ




