}Jl;l iprotKB Entry name organism full name |oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma ext
sites sites reticulum |apparatus membrane rec
Q9Y2L1 RRP44_HUMAN Homo Exosome 18.758036 NaN S215 33214551;32870666;38665916;409 |MLKSKTFLKKTRAGGVMKIVREHYL (True False 4.524 5.0 1.426 1.362 0.557 1.16 1.8
sapiens |complex 14422;34019948;35138101;285104 |RDDIGCGAPGCAACGGAHEGPALEP
exonuclease 47 QPQDPASSVCPQPHYLLPDTNVLLH
RRP44 QIDVLEDPAIRNVIVLQTVLQEVRNR

SAPVYKRIRDVTNNQEKHFYTFTNE
HHRETYVEQEQGENANDRNDRAIR
IVAAKWYNEHLKKMSADNQLQVIFIT
NDRRNKEKAIEEGIPAFTCEEYVKSL
TANPELIDRLACLSEEGNEIESGKIIF
SEHLPLSKLQQGIKSGTYLQGTFRAS
RENYLEATVWIHGDNEENKEIILQG
LKHLNRAVHEDIVAVELLPKSQWVA
PSSVVLHDEGQNEEDVEKEEETER
MLKTAVSEKMLKPTGRVVGIIKRNW
RPYCGMLSKSDIKESRRHLFTPADK
RIPRIRIETRQASTLEGRRIIVAIDGW
PRNSRYPNGHFVRNLGDVGEKETET
EVLLLEHDVPHQPFSQAVLSFLPKM
PWSITEKDMKNREDLRHLCICSVDP
PGCTDIDDALHCRELENGNLEVGVH
IADVSHFIRPGNALDQESARRGTTVY
LCEKRIDMVPELLSSNLCSLKCDVD
RLAFSCIWEMNHNAEILKTKFTKSVI
NSKASLTYAEAQLRIDSANMNDDIT
TSLRGLNKLAKILKKRRIEKGALTLS
SPEVRFHMDSETHDPIDLQTKELRE
TNSMVEEFMLLANISVAKKIHEEFS
EHALLRKHPAPPPSNYEILVKAARSR
NLEIKTDTAKSLAESLDQAESPTFPY
LNTLLRILATRCMMQAVYFCSGMD
NDFHHYGLASPIYTHFTSPIRRYADV
IVHRLLAVAIGADCTYPELTDKHKLA
DICKNLNFRHKMAQYAQRASVAFH
TQLFFKSKGIVSEEAYILFVRKNAIVV
LIPKYGLEGTVFFEEKDKPNPQLIYD
DEIPSLKIEDTVFHVFDKVKVKIMLD
SSNLQHQKIRMSLVEPQIPGISIPTD
TSNMDLNGPKKKKMKLGK




