< - FRPR TR - -
UniprotKB Entry name organism [full name |oglcnacscore oglcnac . ylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
QIY2L5 'TPPC8_HUMAN |Homo Trafficking [25.119673 S622 S273;S279;S309 [37217939;40307207 MAQCVQSVQELIPDSFVPCVAALCS (True False 4.571 |1.219 [0.469 False 3.0 False False
sapiens protein DEAERLTRLNHLSFAELLKPFSRLTS

particle EVHMRDPNNQLHVIKNLKIAVSNIV

complex TQPPQPGAIRKLLNDVVSGSQPAEG

subunit 8 LVANVITAGDYDLNISATTPWFESYR

ETFLQSMPALDHEFLNHYLACMLV
IASSSEAEPVEQFSKLSQEQHRIQHN
SDYSYPKWFIPNTLKYYVLLHDVSAG
DEQRAESIYEEMKQKYGTQGCYLLKI
NSRTSNRASDEQIPDPWSQYLQKNS
IQNQESYEDGPCTITSNKNSDNNLL
SLDGLDNEVKDGLPNNFRAHPLQL
EQSSDPSNSIDGPDHLRSASSLHET
KKGNTGIITHGACLTLTDHDRIRQFIQ
EFTFRGLLPHIEKTIRQLNDQLISRK
GLSRSLFSATKKWFSGSKVPEKSIN
DLKNTSGLLYPPEAPELQIRKMADL
CFLVQHYDLAYSCYHTAKKDFLNDQ
IAMLYAAGALEMAAVSAFLQPGAPRP
'YPAHYMDTAIQTYRDICKNMVLAER
CVLLSAELLKSQSKYSEAAALLIRLTS
EDSDLRSALLLEQAAHCFINMKSPM
IVRKYAFHMILAGHRFSKAGQKKHAL
RCYCQAMQVYKGKGWSLAEDHINF
TIGRQSYTLRQLDNAVSAFRHILINE
SKQSAAQQGAFLREYLYVYKNVSQL
SPDGPLPQLPLPYINSSATRVFFGHD
RRPADGEKQAATHVSLDQEYDSESS
QQWRELEEQVVSVVNKGVIPSNFHP
TQYCLNSYSDNSRFPLAVVEEPITVE
\VAFRNPLKVLLLLTDLSLLWKFHPK
DFSGKDNEEVKQLVTSEPEMIGAEV
ISEFLINGEESKVARLKLFPHHIGEL
HILGVVYNLGTIQGSMTVDGIGALPG
CHTGKYSLSMSVRGKQDLEIQGPRL
NNTKEEKTSVKYGPDRRLDPIITEEM
PLLEVFFIHFPTGLLCGEIRKAYVEFV
NVSKCPLTGLKVVSKRPEFFTFGGN
TAVLTPLSPSASENCSAYKTVVTDAT
SVCTALISSASSVDFGIGTGSQPEVIP
VPLPDTVLLPGASVQLPMWLRGPDE
EGVHEINFLFYYESVKKQPKIRHRIL
RHTAIICTSRSLNVRATVCRSNSLEN
EEGRGGNMLVEFVDVENTNTSEAGV
KEFHIVQVSSSSKHWKLQKSVNLSE
NKDTKLASREKGKFCFKAIRCEKEE
IAATQSSEKYTFADIIFGNEQIISSASP
CADFFYRSLSSELKKPQAHLPVHTE
KQSTEDAVRLIQKCSEVDLNIVILWK
IAYVVEDSKQLILEGQHHVILRTIGKE
IAFSYPQKQEPPEMELLKFFRPENITV
SSRPSVEQLSSLIKTSLHYPESFNHP
FHQKSLCLVPVTLLLSNCSKADVDVI
VDLRHKTTSPEALETHGSFTWLGQT
QYKLQLKSQEIHSLQLKACFVHTGV
YNLGTPRVFAKLSDQVTVFETSQQN
SMPALIIISNV




