UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular cytosol nucleus mitochndrion en('loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
QIY2MO FAN1 HUMAN Homo Fanconi- |18.379595 NaN S180 30379171 MMSEGKPPDKKRPRRSLSISKNKKK [None None None |None None None None None None
sapiens associated IASNSIISCFNNAPPAKLACPVCSKMV
nuclease PRYDLNRHLDEMCANNDFVQVDPG

1

QVGLINSNVSMVDLTSVTLEDVTPK
KSPPPKTNLTPGQSDSAKREVKQKIS
PYFKSNDVVCKNQDELRNRSVKVIC
LGSLASKLSRKYVKAKKSIDKDEEFA
GSSPQSSKSTVVKSLIDNSSEIEDED
QILENSSQKENVFKCDSLKEECIPEH
MVRGSKIMEAESQKATRECEKSALT
PGFSDNAIMLFSPDFTLRNTLKSTSE
DSLVKQECIKEVVEKREACHCEEVK
MTVASEAKIQLSDSEAKSHSSADDA
SAWSNIQEAPLQDDSCLNNDIPHSI
PLEQGSSCNGPGQTTGHPYYLRSFL
'VVLKTVLENEDDMLLFDEQEKGIVT
KFYQLSATGQKLYVRLFQRKLSWIK
MTKLEYEEIALDLTPVIEELTNAGFL
QTESELQELSEVLELLSAPELKSLAK
TFHLVNPNGQKQQLVDAFLKLAKQ
RSVCTWGKNKPGIGAVILKRAKALA
GQSVRICKGPRAVFSRILLLFSLTDS
MEDEDAACGGQGQLSTVLLVNLGR
MEFPSYTINRKTHIFQDRDDLIRYAA
IATHMLSDISSAMANGNWEEAKELA
QCAKRDWNRLKNHPSLRCHEDLPL
FLRCFTVGWIYTRILSRFVEILQRLH
MYEEAVRELESLLSQRIYCPDSRGR
WWDRLALNLHQHLKRLEPTIKCITE
GLADPEVRTGHRLSLYQRAVRLRES
PSCKKFKHLFQQLPEMAVQDVKHV
TITGRLCPQRGMCKSVFVMEAGEAA
DPTTVLCSVEELALAHYRRSGFDQGI
HGEGSTFSTLYGLLLWDIIFMDGIPD
VFRNACQAFPLDLCTDSFFTSRRPA
LEARLQLIHDAPEESLRAWVAATWH
EQEGRVASLVSWDRFTSLQQAQDLV
SCLGGPVLSGVCRHLAADFRHCRGG
LPDLVVWNSQSRHFKLVEVKGPND
RLSHKQMIWLAELQKLGAEVEVCH

IVVAVGAKSQSLS




