UniprotkB Entry name |organism full oglcnacscore oglcnac P OSPAOLY lation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
QIY2P8 RCL1_HUMAN |Homo RNA 3'-  [29.710283 NaN NaN 40914422;34019948 MATQAHSLSYAGCNFLRQRLVLSTL (True False 2.228 [4.528 |2.704 0.638 False 0.933 0.642
sapiens  [terminal SGRPVKIRKIRARDDNPGLRDFEASF

phosphate IRLLDKITNGSRIEINQTGTTLYYQPG

cyclase- LLYGGSVEHDCSVLRGIGYYLESLLC

like LAPFMKHPLKIVLRGVTNDQVDPSV

protein DVLKATALPLLKQFGIDGESFELKIV

RRGMPPGGGGEVVFSCPVRKVLKPI
QLTDPGKIKRIRGMAYSVRVSPQMA
NRIVDSARSILNKFIPDIYIYTDHMKG
IVNSGKSPGFGLSLVAETTSGTFLSAE
LASNPQGQGAAVLPEDLGRNCARLL
LEEIYRGGCVDSTNQSLALLLMTLG
QQDVSKVLLGPLSPYTIEFLRHLKSF
FQIMFKIETKPCGEELKGGDKVLMT
CVGIGFSNLSKTLK




