UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
Q9Y2T1 IAXIN2_ HUMAN [Homo Axin- (18.379595 NaN NaN 30379171 MSSAMLVTCLPDPSSSFREDAPRPP ([True False 4.854 |5.0 2.114 1.922 2.452 4.359 2.715

sapiens

VPGEEGETPPCQPGVGKGQVTKPMP
IVSSNTRRNEDGLGEPEGRASPDSPL
TRWTKSLHSLLGDQDGAYLFRTFLE
REKCVDTLDFWFACNGFRQMNLKD
TKTLRVAKAIYKRYIENNSIVSKQLKP
IATKTYIRDGIKKQQIDSIMFDQAQTEI
QSVMEENAYQMFLTSDIYLEYVRSG
GENTAYMSNGGLGSLKVVCGYLPTL
NEEEEWTCADFKCKLSPTVVGLSSK
TLRATASVRSTETVDSGYRSFKRSDP
'VNPYHIGSGYVFAPATSANDSEISSD
ALTDDSMSMTDSSVDGIPPYRVGSK
KQLQREMHRSVKANGQVSLPHFPR
THRLPKEMTPVEPATFAAELISRLEK
LKLELESRHSLEERLQQIREDEERE
GSELTLNSREGAPTQHPLSLLPSGSY
EEDPQTILDDHLSRVLKTPGCQSPG
\VGRYSPRSRSPDHHHHHHSQYHSL
LPPGGKLPPAAASPGACPLLGGKGFV
TKQTTKHVHHHYIHHHAVPKTKEEI
EAEATQRVHCFCPGGSEYYCYSKCK
SHSKAPETMPSEQFGGSRGSTLPKR
NGKGTEPGLALPAREGGAPGGAGAL
QLPREEGDRSQDVWQWMLESERQS
KPKPHSAQSTKKAYPLESARSSPGER
IASRHHLWGGNSGHPRTTPRAHLFT
QDPAMPPLTPPNTLAQLEEACRRLA
EVSKPPKQRCCVASQQRDRNHSATV
QTGATPFSNPSLAPEDHKEPKKLAG
\VHALQASELVVTYFFCGEEIPYRRML
KAQSLTLGHFKEQLSKKGNYRYYFK
KASDEFACGAVFEEIWEDETVLPMY
EGRILGKVERID




