
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

0

Q9Y2X7 GIT1_HUMAN Homo
sapiens

ARF
GTPase-
activating
protein
GIT1

32.748781 S561;T568;S575;T683 T224;S359;S362;T364;S370;S375;T
383;S385;S388;T392;S410;S413;S4
17;T480;S498;S536;T537;T545;T55
4;S561;S571;S592;S596;T601;S630

35132862;40307207;41350704;409
14422;28657654;34019948

MSRKGPRAEVCADCSAPDPGWASIS
RGVLVCDECCSVHRSLGRHISIVKH
LRHSAWPPTLLQMVHTLASNGANSI
WEHSLLDPAQVQSGRRKANPQDKV
HPIKSEFIRAKYQMLAFVHKLPCRD
DDGVTAKDLSKQLHSSVRTGNLETC
LRLLSLGAQANFFHPEKGTTPLHVA
AKAGQTLQAELLVVYGADPGSPDVN
GRTPIDYARQAGHHELAERLVECQY
ELTDRLAFYLCGRKPDHKNGHYIIPQ
MADSLDLSELAKAAKKKLQALSNRL
FEELAMDVYDEVDRRENDAVWLAT
QNHSTLVTERSAVPFLPVNPEYSAT
RNQGRQKLARFNAREFATLIIDILSE
AKRRQQGKSLSSPTDNLELSLRSQS
DLDDQHDYDSVASDEDTDQEPLRST
GATRSNRARSMDSSDLSDGAVTLQE
YLELKKALATSEAKVQQLMKVNSSL
SDELRRLQREIHKLQAENLQLRQPP
GPVPTPPLPSERAEHTPMAPGGSTH
RRDRQAFSMYEPGSALKPFGGPPGD
ELTTRLQPFHSTELEDDAIYSVHVPA
GLYRIRKGVSASAVPFTPSSPLLSCS
QEGSRHTSKLSRHGSGADSDYENT
QSGDPLLGLEGKRFLELGKEEDFHP
ELESLDGDLDPGLPSTEDVILKTEQV
TKNIQELLRAAQEFKHDSFVPCSEKI
HLAVTEMASLFPKRPALEPVRSSLRL
LNASAYRLQSECRKTVPPEPGAPVD
FQLLTQQVIQCAYDIAKAAKQLVTITT
REKKQ

True False 4.787 2.713 4.468 1.353


